Genetic characterisation of the endemic black fly Prosimulium albense (Simuliidae)
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The black fly Prosimulium albense Rivosecchi, 1961 is easily recognized by its conspicuous inflated pupal gills, unique among western Palearctic species of the genus. Because of this distinctive character, it has been previously included in the subgenus Helodon. Other morphological characters indicate a closer relationship of P. albense to P. latimucro. Combined molecular and chromosomal data were used to test this hypothesis. Both, chromosomal and mitochondrial CO I gene datasets confirmed the close relationship of P. albense to P. latimucro. Recent studies showed that P. latimucro is a complex of cytoforms with different geographical distributions, and P. albense seems to be an endemic species of southern Italy, possibly occurring also in the north of Africa (Algeria). Molecular data linked P. albense to cytoform B of P. latimucro, known in the southwest of the Alps and in the Apennines. The interspecific genetic divergence between P. albense and P. latimucro B is 1.4 %, whereas the divergence between P. albense and P. latimucro A is 6.3 %, and between P. latimucro A and B it is 5.9 %. According to the banding pattern of the larval polytene chromosomes, P. albense differs from all known cytoforms of P. latimucro by only one fixed inversion, which is unique to P. albense. Other inversions indicate the closest relationship of P. albense is to P. latimucro C from Morocco. Molecular data for P. latimucro C are not available at present.
 
