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* Yes-or-no (quantal): viability

* Quantitative: mitochondria, DNA-fragmentation, etc.
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SCSA diagnostic value...

ROC Curve / %DFI / AUC=0,550
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Flow barcoding (CyBAR) - SCSA

Contour - SMN100618.010 (5,3)
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Normal morphology!

True positive rate (Sensitivity)
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Tracking protein aggregation and mislocalizationin
cells with flow cytometry
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ABSTRACT

The widths of optical pulses in flow cytometry contain information about the size of
particles. This size information is independent of many of the factors that affect light
scatter as a measure of particle size, and any light scatter or fluorescence signal can be
used to measure pulse width. For fluorescence signals. the pulse width can be predicted
theoretically for many particle shapes, and quantitative size calibration is possible. To be
a meaningful independent parameter, the pulse-width measurement must be independent
of the pulse amplitude. This unit provides protocols for determining the signal range over
which amplitude independent pulse-width measurements can be made and methods for
calibrating the pulse-width measurements to particle diameter. Calibration and applica-
tion examples are provided and briefly discussed. Curr: Protoc. Cytom. 50:1.23.1-1.23.17.
© 2009 by John Wiley & Sons, Inc.

Keywords: pulse width e flow cytometry e size e fluorescence e light scatter



PulSA approach — gating plan

A two-step logical gating would be applied to do pulse shape analyses: doublet discrimination
(R1). main peak identification (M2), then using R1 AND M1 logical gating, the FL.3 Width
histogram values (median or mean, CV) would be recorded.

FL3-Avs FL3-H I FL3-A or FL3-H histogram-  FL3-W histogram
.- - Doublet diserimination - - - - Main peak identification - - - Median +CV. - - .- . - . .
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Bulls vs stallions
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Bulls vs stallions — mixed samples (,,abnormals”)

Mixed samples
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Effect of random sperm head orientation on the DNA-histogram shape
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Cellular Symphony Flow Cytometry Software B [ Evor=

Visit the website

The Cellular Symphony

The Cellular Symphony is an audio representation of flow cytometric
data. Each cell is represented by musical notes of timbre, pitch and
volume dependent on its FCM parameters.

The program correlates the audio output with 2D and 3D graphical e veeomr e o s s =
display. It may be that only @ musical savant can detect the intricacies : : ~ ::_ e
in a 3-instrument cellular symphony or it may be that the average :
cytometrist also can do so with practice. Your comments are invited.

B e
. —— ——

o — L r—) -

This software has been developed and used at The Walter and Eliza Institute and is provided in a spirit of colleaiality for
testing by interested parties. It is provided without warranty of any kind and no claims are made regarding its suitability
for any task. All are Java programs and will run on systems with Java 1.4.2 or later installed. Unpack the downloaded
file to extract the application and launch by double-clicking.

WARNING: Do not subject primary data to any of these programs. All files should be backed up prior to
processing.

e Download Cellular Symphony for Macintosh [114,173 bvtes].
e Download Cellular Symphony for other systems [423,226 bytes].

https://www.chromocyte.com/educate/Flow-Cytometry-Instruments-Software--Upgrades/Flow-Cytometry-Software/Cellular-Symphony-Flow-Cytometry-
Software
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