Molecular phylogeny of Exechiini (Diptera: Mycetophilidae) after 10 years
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The phylogeny of the fungus gnat tribe Exechiini (Diptera: Mycetophilidae) is presented. The reconstruction is based on the combined analysis of five nuclear (18S, two parts of 28S, CAD, EF1a) and two mitochondrial (12S, COI) gene markers. The dataset contains all known genera of this tribe. The monophyly of Exechiini is well supported in both the maximum likelihood and Bayesian analyses. Most of the major clades, however, are only poorly supported. Apparently, more advanced molecular methods will be necessary to obtain better resolution of intergeneric relationships within the tribe Exechiini.
